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SEQUENCE LISTING 



<110> 



GOETSCH, Liliane 
CORVAIA, Nathalie 
LEGER, Olivier 
DUFLOS, Alain 
BECK, Alain 
HAEUW, Jean-Frangois 




NOVEL ANTI-IGF-IR ANTIBODIES AND USES THEREOF 



017753-183 



<140> US 10/735,916 
<141> 2003-12-16 

<150> FR 03/08 538 
<151> 2003-07-11 

<150> PCT/FR 03/00 178 
<151> 2003-01-20 

<150> FR 02/00 653 
<151> 2002-01-18 

<150> FR 02/00 654 
<151> 2002-01-18 

<150> FR 02/05 753 
<151> 2002-05-07 

<160> 156 

<170> Patentln Ver. 2.1 

<210> 1 

<211> 48 

<212> DNA 

<213> Mus musculus 

<220> 
<221> CDS 
<222> (1) . . (48) 

<400> 1 

aga tct agt cag age att gta cat agt aat gga aac acc tat tta caa 48 

Arg Ser Ser Gin Ser He Val His Ser Asn Gly Asn Thr Tyr Leu Gin 

15 10 15 



<210> 2 
<211> 16 
<212> PRT 

<213> Mus musculus 
<400> 2 

Arg Ser Ser Gin Ser He Val His Ser Asn Gly Asn Thr Tyr Leu Gin 
15 10 15 
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<210> 3 

<211> 21 

<212> DNA 

<213> Mus musculus 

<220> 
<221> CDS 
<222> (1) . . (21) 

<400> 3 

aaa gtt tec aac cga ctt tat 
Lys Val Ser Asn Arg Leu Tyr 
1 5 



<210> 4 
<211> 7 
<212> PRT 

<213> Mus musculus 
<400> 4 

Lys Val Ser Asn Arg Leu Tyr 
1 5 



<210> 5 

<211> 27 

<212> DNA 

<213> Mus musculus 

<220> 
<221> CDS 
<222> (1) . . (27) 

<400> 5 

ttt caa ggt tea cat gtt ccg tgg acg 
Phe Gin Gly Ser His Val Pro Trp Thr 
1 5 



<210> 6 
<211> 9 
<212> PRT 

<213> Mus musculus 
<400> 6 

Phe Gin Gly Ser His Val Pro Trp Thr 
1 5 



<210> 7 

<211> 18 

<212> DNA 

<213> Mus musculus 

<220> 
<221> CDS 
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<222> (1) . . (18) 
<400> 7 

ggt ggt tat tta tgg aac 
Gly Gly Tyr Leu Trp Asn 
1 5 



<210> 8 
<211> 6 
<212> PRT 

<213> Mus musculus 
<400> 8 

Gly Gly Tyr Leu Trp Asn 
1 5 



<210> 9 

<211> 48 

<212> DNA 

<213> Mus musculus 

<220> 
<221> CDS 
<222> (1) . . (48) 

<400> 9 

tac ata age tac gac ggt acc aat aac tac aaa cca tct etc aaa gat 
Tyr lie Ser Tyr Asp Gly Thr Asn Asn Tyr Lys Pro Ser Leu Lys Asp 
1 5 10 15 



<210> 10 
<211> 16 
<212> PRT 

<213> Mus musculus 
<400> 10 

Tyr lie Ser Tyr Asp Gly Thr Asn Asn Tyr Lys Pro Ser Leu Lys Asp 
1^5^ 10 15 



<210> 11 

<211> 24 

<212> DNA 

<213> Mus musculus 

<220> 
<221> CDS 
<222> (1) . . (24) 

<400> 11 

tac ggt agg gtc ttc ttt gac tac 
Tyr Gly Arg Val Phe Phe Asp Tyr 
1 5 



<210> 12 
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<211> 8 
<212> PRT 

<213> Mus musculus 
<400> 12 

Tyr Gly Arg Val Phe Phe Asp Tyr 
1 5 



<210> 13 
<211> 26 
<212> DNA 

<213> Mus musculus 
<400> 13 

atgaaatgca gctgggtcat sttctt 26 



<210> 14 

<211> 26 

<212> DNA 

<213> Mus musculus 

<400> 14 

atgggatgga gctrtatcat sytctt 26 



<210> 15 

<211> 26 

<212> DNA 

<213> Mus musculus 

<400> 15 

atgaagwtgt ggttaaactg ggtttt 26 

<210> 16 

<211> 23 

<212> DNA 

<213> Mus musculus 

<400> 16 

atgractttg ggytcagctt grt 23 

<210> 17 
<211> 26 
<212> DNA 

<213> Mus musculus 
<400> 17 

atggactcca ggctcaattt agtttt 26 

<210> 18 
<211> 26 
<212> DNA 

<213> Mus musculus 
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<400> 18 

atggctgtcy trgsgctrct cttctg 26 



<210> 19 
<211> 26 
<212> DNA 

<213> Mus musculus 
<400> 19 

atggratgga gckggrtctt tmtctt 26 



<210> 20 
<211> 23 
<212> DNA 

<213> Mus musculus 
<400> 20 

atgagagtgc tgattctttt gtg 23 



<210> 21 
<211> 26 
<212> DNA 

<213> Mus musculus 
<400> 21 

atggmttggg tgtggamctt gctatt 26 



<210> 22 
<211> 26 
<212> DNA 

<213> Mus musculus 
<400> 22 

atgggcagac ttacattctc attcct 26 



<210> 23 
<211> 28 
<212> DNA 

<213> Mus musculus 
<400> 23 

atggattttg ggctgatttt ttttattg 28 

<210> 24 
<211> 26 
<212> DNA 

<213> Mus musculus 
<400> 24 

atgatggtgt taagtcttct gtacct 26 
<210> 25 
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<211> 29 

<212> DNA 

<213> Mus musculus 



<400> 25 

atgaagttgc ctgttaggct gttggtgct 



29 



<210> 26 

<211> 29 

<212> DNA 

<213> Mus musculus 

<400> 26 

atggagwcag acacactcct gytatgggt 29 



<210> 27 
<211> 23 
<212> DNA 

<213> Mus musculus 



<210> 28 

<211> 26 

<212> DNA 

<213> Mus musculus 

<400> 28 

atgaggrccc ctgctcagwt tyttgg 26 



<210> 29 

<211> 29 

<212> DNA 

<213> Mus musculus 



<210> 30 

<211> 29 

<212> DNA 

<213> Mus musculus 

<400> 30 

atggatttwc argtgcagat twtcagctt 29 



<210> 31 
<211> 26 
<212> DNA 

<213> Mus musculus 



<400> 27 

atgagtgtgc tcactcaggt cct 



23 



<400> 29 

atggatttwc aggtgcagat twtcagctt 



29 



<400> 31 
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atgaggtkcy ytgytsagyt yctgrg 



<210> 32 

<211> 23 

<212> DNA 

<213> Mus musculus 

<400> 32 

atgggcwtca agatggagtc aca 



<210> 33 
<211> 29 
<212> DNA 

<213> Mus musculus 
<400> 33 

atgtggggay ctktttycmm tttttcaat 



<210> 34 

<211> 24 

<212> DNA 

<213> Mus musculus 

<400> 34 

atggtrtccw casctcagtt cctt 



<210> 35 

<211> 26 

<212> DNA 

<213> Mus musculus 

<400> 35 

atgtatatat gtttgttgtc tatttc 



<210> 36 

<211> 26 

<212> DNA 

<213> Mus musculus 

<400> 36 

atggaagccc cagctcagct tctctt 



<210> 37 
<211> 26 
<212> DNA 

<213> Mus musculus 
<400> 37 

atgragtywc agacccaggt cttyrt 



<210> 38 
<211> 26 
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<212> DNA 

<213> Mus musculus 
<400> 38 

atggagacac attctcaggt ctttgt 



<210> 39 
<211> 26 
<212> DNA 

<213> Mus musculus 
<400> 39 

atggattcac aggcccaggt tcttat 



<210> 40 

<211> 20 

<212> DNA 

<213> Mus musculus 

<400> 40 

actggatggt gggaagatgg 



<210> 41 
<211> 42 
<212> DNA 

<213> Mus musculus 

<220> 
<221> CDS 
<222> (1) . . (42) 

<400> 41 

get gat get gca cca act gta tec ate ttc cca cca tec agt 
Ala Asp Ala Ala Pro Thr Val Ser He Phe Pro Pro Ser Ser 
1 5 10 



<210> 42 
<211> 14 
<212> PRT 

<213> Mus musculus 
<400> 42 

Ala Asp Ala Ala Pro Thr Val Ser He Phe Pro Pro Ser Ser 
15 10 



<210> 43 

<211> 20 

<212> DNA 

<213> Mus musculus 

<400> 43 

ccatcttccc accatccagt 
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<210> 44 

<211> 18 

<212> DNA 

<213> Mus musculus 

<400> 44 

ccagtggata gacagatg 18 



<210> 45 

<211> 33 

<212> DNA 

<213> Mus musculus 

<220> 
<221> CDS 
<222> (1) . . (33) 

<400> 45 

gcc aaa acg aca ccc cca tct gtc tat cca ctg 33 
Ala Lys Thr Thr Pro Pro Ser Val Tyr Pro Leu 
15 10 



<210> 46 
<211> 11 
<212> PRT 

<213> Mus musculus 
<400> 46 

Ala Lys Thr Thr Pro Pro Ser Val Tyr Pro Leu 
1 5 10 

<210> 47 
<211> 21 
<212> DNA 

<213> Mus musculus 
<400> 47 

cccccatctg tctatccact g 21 



<210> 48 

<211> 438 

<212> DNA 

<213> Mus musculus 



<220> 

<221> CDS 

<222> (28) . . (393) 



<400> 48 

atgaagttgc ctgttaggct gttggtg ctg atg ttc tgg att cct get tec aga 54 

Leu Met Phe Trp lie Pro Ala Ser Arg 
1 5 



agt gat gtt ttg atg acc caa att cca etc tec ctg cct gtc agt ctt 102 
Ser Asp Val Leu Met Thr Gin lie Pro Leu Ser Leu Pro Val Ser Leu 
10 ' 15 20 25 
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gga gat caa gcc tec ate tct tgc aga tct agt cag age att gta cat 150 
Gly Asp Gin Ala Ser He Ser Cys Arg Ser Ser Gin Ser He Val His 
30 35 4 0 

agt aat gga aac ace tat tta caa tgg tac ctg cag aaa cca ggt cag 198 
Ser Asn Gly Asn Thr Tyr Leu Gin Trp Tyr Leu Gin Lys Pro Gly Gin 
45 50 55 

tct cca aag etc ctg ate tac aaa gtt tec aac cga ctt tat ggg gtc 246 
Ser Pro Lys Leu Leu He Tyr Lys Val Ser Asn Arg Leu Tyr Gly Val 
60 ' 65 70 

cca gac agg ttc agt ggc agt gga tea ggg aca gat ttc aca etc aag 294 
Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys 
75 80 85 

ate age age gtg gag get gag gat ctg gga gtt tat tac tgc ttt caa 342 
He Ser Ser Val Glu Ala Glu Asp Leu Gly Val Tyr Tyr Cys Phe Gin 
90 95 100 105 

ggt tea cat gtt ccg tgg acg ttc ggt gga ggc ace aag ctg gaa ate 390 
Gly Ser His Val Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu He 
110 115 120 

aaa egg getgatgetg caccaactgt atccatcttc ccaccatcca gt 438 
Lys 

<210> 49 
<211> 122 
<212> PRT 

<213> Mus musculus 
<400> 49 

Leu Met Phe Trp He Pro Ala Ser Arg Ser Asp Val Leu Met Thr Gin 

1 " 5 10 15 

He Pro Leu Ser Leu Pro Val Ser Leu Gly Asp Gin Ala Ser He Ser 
20 25 30 

Cys Arg Ser Ser Gin Ser He Val His Ser Asn Gly Asn Thr Tyr Leu 
35 40 45 

Gin Trp Tyr Leu Gin Lys Pro Gly Gin Ser Pro Lys Leu Leu He Tyr 
50 55 60 

Lys Val Ser Asn Arg Leu Tyr Gly Val Pro Asp Arg Phe Ser Gly Ser 
65 70 75 80 

Gly Ser Gly Thr Asp Phe Thr Leu Lys He Ser Ser Val Glu Ala Glu 
85 90 95 

Asp Leu Gly Val Tyr Tyr Cys Phe Gin Gly Ser His Val Pro Trp Thr 
100 105 110 

Phe Gly Gly Gly Thr Lys Leu Glu He Lys 
115 ' ^ 120 



<210> 50 
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<211> 438 
<212> DNA 
<213> Mus musculus 



<400> 50 

tacttcaacg gacaatccga caaccacgac tacaagacct aaggacgaag gtcttcacta 60 
caaaactact gggtttaagg tgagagggac ggacagtcag aacctctagt tcggaggtag 120 
agaacgtcta gatcagtctc gtaacatgta tcattacctt tgtggataaa tgttaccatg 180 
gacgtctttg gtccagtcag aggtttcgag gactagatgt ttcaaaggtt ggctgaaata 240 
ccccagggtc tgtccaagtc accgtcacct agtccctgtc taaagtgtga gttctagtcg 300 
tcgcacctcc gactcctaga ccctcaaata atgacgaaag ttccaagtgt acaaggcacc 360 
tgcaagccac ctccgtggtt cgacctttag tttgcccgac tacgacgtgg ttgacatagg 420 
tagaagggtg gtaggtca 438 



<210> 51 
<211> 438 
<212> DNA 

<213> Mus musculus 



<220> 

<221> CDS 

<222> (25) . . (405) 



<400> 51 

atgatggtgt taagtcttct gtac etc ttg aca gec att cct ggt ate ctg 51 

Leu Leu Thr Ala lie Pro Gly lie Leu 
1 5 

tct gat gta cag ctt cag gag tea gga cct ggc etc gtg aaa cct tct 99 
Ser Asp Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Pro Ser 
10 15 20 25 

cag tct ctg tct etc ace tgc tct gtc acc ggc tac tec ate ace ggt 147 
Gin Ser Leu Ser Leu Thr Cys Ser Val Thr Gly Tyr Ser He Thr Gly 
30 35 40 



ggt tat 


tta 


tgg 


aac 


tgg 


ate 


egg 


cag 


ttt 


cca 


gga 


aac 


aaa 


ctg 


gag 


Gly Tyr 


Leu 


Trp 


Asn 


Trp 


He 


Arg 


Gin 


Phe 


Pro 


Gly 


Asn 


Lys 


Leu 


Glu 




45 










50 










55 






tgg atg 


ggc 


tac 


ata 


age 


tac 


gac 


ggt 


acc 


aat 


aac 


tac 


aaa 


cca 


tct 


Trp Met 


Gly 
60 


Tyr 


He 


Ser 


Tyr 


Asp 
65 


Gly 


Thr 


Asn 


Asn 


Tyr 
70 


Lys 


Pro 


Ser 



etc aaa gat cga ate tec ate act cgt 
Leu Lys Asp Arg He Ser He Thr Arg 
75 " 80 

ttc ctg aag ttg aat tct gtg act aat 
Phe Leu Lys Leu Asn Ser Val Thr Asn 
90 * 95 

tgt gca aga tac ggt agg gtc ttc ttt 
Cys Ala Arg Tyr Gly Arg Val Phe Phe 
110 

act etc aca gtc tec tea gecaaaaega 
Thr Leu Thr Val Ser Ser 
125 



gac aca tct aag aac cag ttt 291 

Asp Thr Ser Lys Asn Gin Phe 
85 

gaa gac aca get aca tat tac 339 

Glu Asp Thr Ala Thr Tyr Tyr 

100 105 

gac tac tgg ggc caa ggc acc 387 

Asp Tyr Trp Gly Gin Gly Thr 

115 120 

cacccccatc tgtctatcca ctg 438 
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<210> 52 
<211> 127 
<212> PRT 

<213> Mus musculus 
<400> 52 

Leu Leu Thr Ala lie Pro Gly He 
1 5 

Ser Gly Pro Gly Leu Val Lys Pro 
20 

Ser Val Thr Gly Tyr Ser He Thr 

35 40 

Arg Gin Phe Pro Gly Asn Lys Leu 
50 55 

Asp Gly Thr Asn Asn Tyr Lys Pro 
65 * 70 

Thr Arg Asp Thr Ser Lys Asn Gin 
85 

Thr Asn Glu Asp Thr Ala Thr Tyr 
100 

Phe Phe Asp Tyr Trp Gly Gin Gly 
115 120 



Leu Ser Asp 
10 

Ser Gin Ser 
25 

Gly Gly Tyr 
Glu Trp Met 



Ser Leu Lys 
75 

Phe Phe Leu 
90 

Tyr Cys Ala 
105 

Thr Thr Leu 



Val Gin 

Leu Ser 

Leu Trp 
45 

Gly Tyr 
60 

Asp Arg 
Lys Leu 
Arg Tyr 



Leu Gin Glu 
15 

Leu Thr Cys 
30 

Asn Trp He 
He Ser Tyr 



He Ser He 
80 

Asn Ser Val 
95 

Gly Arg Val 
110 



Thr Val 
125 



Ser Ser 



<210> 53 
<211> 438 
<212> DNA 

<213> Mus musculus 
<400> 53 

tactaccaca attcagaaga catggacaac tgtcggtaag gaccatagga cagactacat 60 
gtcgaagtcc tcagtcctgg accggagcac tttggaagag tcagagacag agagtggacg 120 
agacagtggc cgatgaggta gtggccacca ataaatacct tgacctaggc cgtcaaaggt 180 
cctttgtttg acctcaccta cccgatgtat tcgatgctgc catggttatt gatgtttggt 240 
agagagtttc tagcttagag gtagtgagca ctgtgtagat tcttggtcaa aaaggacttc 300 
aacttaagac actgattact tctgtgtcga tgtataatga cacgttctat gccatcccag 360 
aagaaactga tgaccccggt tccgtggtga gagtgtcaga ggagtcggtt ttgctgtggg 420 
ggtagacaga taggtgac 438 



<210> 54 
<211> 112 
<212> PRT 

<213> Mus musculus 
<400> 54 

Asp Val Leu Met Thr Gin He Pro Leu Ser Leu Pro Val Ser Leu Gly 
15 10 15 

Asp Gin Ala Ser He Ser Cys Arg Ser Ser Gin Ser He Val His Ser 
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20 25 30 

Asn Gly Asn Thr Tyr Leu Gin Trp Tyr Leu Gin Lys Pro Gly Gin Ser 
35 40 45 

Pro Lys Leu Leu lie Tyr Lys Val Ser Asn Arg Leu Tyr Gly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys He 
65 70 75 80 

Ser Ser Val Glu Ala Glu Asp Leu Gly Val Tyr Tyr Cys Phe Gin Gly 
85 90 95 

Ser His Val Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu He Lys 
100 105 110 



<210> 55 
<211> 112 
<212> PRT 

<213> Mus musculus 
<400> 55 

Asp Val Leu Met Thr Gin Thr Pro Leu Ser Leu Pro Val Ser Leu Gly 
15 10 15 

Asp Gin Ala Ser He Ser Cys Arg Ser Ser Gin Ser He Val His Ser 
20 25 30 

Asn Gly Asn Thr Tyr Leu Glu Trp Tyr Leu Gin Lys Pro Gly Gin Ser 
35 40 45 

Pro Lys Leu Leu He Tyr Lys Val Ser Asn Arg Phe Ser Gly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys He 
65 " " 70 75 80 

Ser Arg Val Glu Ala Glu Asp Leu Gly Val Tyr Tyr Cys Phe Gin Gly 
85 90 95 

Ser His Val Pro Phe Thr Phe Gly Ser Gly Thr Lys Leu Asp He Lys 
100 105 110 



<210> 56 
<211> 112 
<212> PRT 

<213> Mus musculus 
<400> 56 

Asp Val Leu Met Thr Gin Thr Pro Leu Ser Leu Pro Val Ser Leu Gly 
15 10 15 

Asp Gin Ala Ser He Ser Cys Arg Ser Ser Gin Ser He Val His Ser 
20 25 30 

Asn Gly Asn Thr Tyr Leu Glu Trp Tyr Leu Gin Lys Pro Gly Gin Ser 
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35 40 45 

Pro Lys Leu Leu He Tyr Lys Val Ser Asn Arg Phe Ser Gly Val Pro 
50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys He 
65 70 75 80 

Ser Arg Val Glu Ala Glu Asp Leu Gly Val Tyr Tyr Cys Phe Gin Gly 
85 90 95 

Ser His Val Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu He Lys 
100 105 110 



<210> 57 
<211> 112 
<212> PRT 

<213> Mus musculus 
<400> 57 

Asp Val Val Met Thr Gin Thr Pro Leu Ser Leu Pro Val Ser Leu Gly 
15 10 15 

Asp Gin Ala Ser He Ser Cys Arg Ser Ser Gin Ser Leu Val His Ser 
20 J 25 30 

Asn Gly Asn Thr Tyr Leu Glu Trp Tyr Leu Gin Lys Pro Gly Gin Ser 
35 40 45 

Pro Lys Leu Leu He Tyr Lys Val Ser Asn Arg Phe Ser Gly Val Pro 
50 " 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys He 
65 70 75 80 

Ser Arg Val Glu Ala Glu Asp Leu Gly Val Tyr Tyr Cys Phe Gin Gly 
85 90 95 

Thr His Val Pro Tyr Thr Phe Gly Gly Gly Thr Lys Leu Glu lie Lys 
100 105 110 



<210> 58 
<211> 112 
<212> PRT 

<213> Homo sapiens 
<400> 58 

Asp He Val Met Thr Gin Ser Pro 
1 5 

Glu Pro Ala Ser He Ser Cys Arg 
20 

Asn Gly Tyr Asn Tyr Leu Asp Trp 
35 40 

Pro Gin Leu Leu He Tyr Leu Gly 



Leu Ser Leu Pro Val Thr Pro Gly 
10 15 

Ser Ser Gin Ser Leu Leu His Ser 
25 30 

Tyr Leu Gin Lys Pro Gly Gin Ser 
45 

Ser Asn Arg Ala Ser Gly Val Pro 
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50 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys He 
65 ' 70 75 80 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin Ala 
85 90 95 

Leu Gin Thr Pro Gin Thr Phe Gly Gin Gly Thr Lys Val Glu He Lys 
100 105 110 



<210> 59 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 59 

Asp He Val Met Thr Gin Ser Pro Leu Ser Leu Pro Val Thr Pro Gly 
15 10 15 

Glu Pro Ala Ser He Ser Cys Arg Ser Ser Gin Ser Leu Leu His Ser 
20 25 30 

Asn Gly Tyr Asn Tyr Leu Asp Trp Tyr Leu Gin Lys Pro Gly Gin Ser 
35 ~ 40 45 

Pro Gin Leu Leu He Tyr Leu Gly Ser Asn Arg Ala Ser Gly Val Pro 
50 ' 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys He 
65 70 75 80 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Met Gin Ala 
85 90 95 

Leu Gin Thr Pro 
100 



<210> 60 
<211> 112 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 
<222> (35) . . (36) 

<223> XAA is any of the amino acid 
<220> 

<221> VARIANT 
<222> (39) 

<223> XAA is any of the amino acid 
<220> 

<221> VARIANT 
<222> (99) 

<223> XAA is any of the amino acid 
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<400> 60 
Asp lie Val 
1 

Glu Pro Ala 

Asp Gly Xaa 
35 

Pro Gin Leu 
50 

Asp Arg Phe 
65 

Ser Arg Val 
Leu Gin Xaa 



Met Thr 
5 

Ser He 
20 

Xaa Tyr 
Leu He 
Ser Gly 



Glu Ala 
85 

Pro Arg 
100 



Gin Ser 



Pro Leu Ser Leu 
10 



Ser Cys Arg Ser Ser Gin 
25 

Leu Xaa Trp Tyr Leu Gin 
40 



Tyr Leu 
55 

Ser Gly 
70 



Val Ser Asn Arg 



Ser Gly Thr Asp 
75 



Glu Asp Val Gly Val Tyr 
90 

Thr Phe Gly Gin Gly Thr 
105 



Pro Val Thr Pro Gly 
15 

Ser Leu Leu His Ser 
30 

Lys Pro Gly Gin Ser 
45 

Ala Ser Gly Val Pro 
60 

Phe Thr Leu Lys He 
80 

Tyr Cys Met Gin Ala 
95 

Lys Val Glu He Lys 
110 



<210> 61 
<211> 112 
<212> PRT 

<213> Homo sapiens 
<400> 61 

Asp Val Val Met Thr Gin Ser Pro Leu Ser Leu Pro Val Thr Pro Gly 
15 10 15 

Glu Pro Ala Ser He Ser Cys Arg Ser Ser Gin Ser He Val His Ser 
20 25 30 

Asn Gly Asn Thr Tyr Leu Gin Trp Tyr Leu Gin Lys Pro Gly Gin Ser 
35 40 45 

Pro Gin Leu Leu He Tyr Lys Val Ser Asn Arg Leu Tyr Gly Val Pro 
50 " 55 60 

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys He 
65 70 75 80 

Ser Arg Val Glu Ala Glu Asp Val Gly Val Tyr Tyr Cys Phe Gin Gly 
85 90 95 

Ser His Val Pro Trp Thr Phe Gly Gin Gly Thr Lys Val Glu He Lys 
100 105 110 



<210> 62 
<211> 433 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
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<222> (22) . . (414) 
<400> 62 

gtcagaacgc gtgccgccac c atg aag ttg cct gtt agg ctg ttg gtg ctg 51 

Met Lys Leu Pro Val Arg Leu Leu Val Leu 
1 5 10 

atg ttc tgg ttt cct get tec age agt gat gtt gtg atg act cag tct 99 
Met Phe Trp Phe Pro Ala Ser Ser Ser Asp Val Val Met Thr Gin Ser 
15 20 25 

oca etc tec ctg ccc gtc acc cct gga gag ccg gec tec ate tec tgc 147 
Pro Leu Ser Leu Pro Val Thr Pro Gly Glu Pro Ala Ser lie Ser Cys 
30 35 40 

agg tct agt cag age att gta cat agt aat gga aac acc tat ttg caa 195 
Arg Ser Ser Gin Ser lie Val His Ser Asn Gly Asn Thr Tyr Leu Gin 
45 50 55 

tgg tac ctg cag aag cca ggg cag tct cca cag etc ctg ate tat aaa 243 
Trp Tyr Leu Gin Lys Pro Gly Gin Ser Pro Gin Leu Leu lie Tyr Lys ' 
60 65 70 

gtt tct aat egg ctt tat ggg gtc cct gac agg ttc agt ggc agt gga 291 
Val Ser Asn Arg Leu Tyr Gly Val Pro Asp Arg Phe Ser Gly Ser Gly 
75 80 85 90 

tea ggc aca gat ttt aca ctg aaa ate age aga gtg gag get gag gat 339 
Ser Gly Thr Asp Phe Thr Leu Lys He Ser Arg Val Glu Ala Glu Asp 
95 100 105 

gtt ggg gtt tat tac tgc ttt caa ggt tea cat gtt ccg tgg acg ttc 387 
Val Gly Val Tyr Tyr Cys Phe Gin Gly Ser His Val Pro Trp Thr Phe 
110 " 115 120 

ggc caa ggg acc aag gtg gaa ate aaa cgt gagtggatcc tetgeg 433 
Gly Gin Gly Thr Lys Val Glu He Lys 
125 130 



<210> 63 
<211> 131 
<212> PRT 

<213> Homo sapiens 
<400> 63 

Met Lys Leu Pro Val Arg Leu Leu Val Leu Met Phe Trp Phe Pro Ala 
1 5 10 15 

Ser Ser Ser Asp Val Val Met Thr Gin Ser Pro Leu Ser Leu Pro Val 
20 25 30 

Thr Pro Gly Glu Pro Ala Ser He Ser Cys Arg Ser Ser Gin Ser He 
35 40 45 

Val His Ser Asn Gly Asn Thr Tyr Leu Gin Trp Tyr Leu Gin Lys Pro 
50 55 60 

Gly Gin Ser Pro Gin Leu Leu He Tyr Lys Val Ser Asn Arg Leu Tyr 
65 70 75 80 
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Gly Val Pro Asp Arg Phe Ser Gly 
85 

Leu Lys He Ser Arg Val Glu Ala 
100 

Phe Gin Gly Ser His Val Pro Trp 
115 120 

Glu He Lys 
130 



Ser Gly Ser Gly Thr Asp Phe Thr 
90 95 

Glu Asp Val Gly Val Tyr Tyr Cys 
105 110 

Thr Phe Gly Gin Gly Thr Lys Val 
125 



<210> 64 
<211> 433 
<212> DNA 

<213> Homo sapiens 
<400> 64 

cagtcttgcg cacggcggtg gtacttcaac 
aaaggacgaa ggtcgtcact acaacactac 
ggacctctcg gccggaggta gaggacgtcc 
ttgtggataa acgttaccat ggacgtcttc 
tttcaaagat tagccgaaat accccaggga 
ctaaaatgtg acttttagtc gtctcacctc 
gttccaagtg tacaaggcac ctgcaagccg 
acctaggaga cgc 



ggacaatccg acaaccacga ctacaagacc 60 
tgagtcagag gtgagaggga cgggcagtgg 120 
agatcagtct cgtaacatgt atcattacct 180 
ggtcccgtca gaggtgtcga ggactagata 240 
ctgtccaagt caccgtcacc tagtccgtgt 300 
cgactcctac aaccccaaat aatgacgaaa 360 
gttccctggt tccaccttta gtttgcactc 420 

433 



<210> 65 
<211> 112 
<212> PRT 

<213> Homo sapiens 
<400> 65 



Asp He 
1 


Val 


Met 


Thr 
5 


Gin 


Ser 


Pro 


Leu Ser 
10 


Leu 


Pro 


Val 


Thr 


Pro 
15 


Gly 


Glu Pro 


Ala 


Ser 
20 


He 


Ser 


Cys 


Arg 


Ser Ser 
25 


Gin 


Ser 


He 


Val 
30 


His 


Ser 


Asn Gly 


Asn 
35 


Thr 


Tyr 


Leu 


Gin 


Trp 
40 


Tyr Leu 


Gin 


Lys 


Pro 
45 


Gly 


Gin 


Ser 


Pro Gin 
50 


Leu 


Leu 


He 


Tyr 


Lys 
55 


Val 


Ser Asn 


Arg 


Leu 
60 


Tyr 


Gly 


Val 


Pro 


Asp Arg 
65 


Phe 


Ser 


Gly 


Ser 
70 


Gly 


Ser 


Gly Thr 


Asp 
75 


Phe 


Thr 


Leu 


Lys 


He 
80 


Ser Arg 
Ser His 


Val 
Val 


Glu 

Pro 
100 


Ala 
85 
Trp 


Glu 
Thr 


Asp 
Phe 


Val 
Gly 


Gly Val 
90 

Gin Gly 
105 


Tyr 
Thr 


Tyr 
Lys 


Cys 
Val 


Phe 

Glu 
110 


Gin 
95 
He 


Gly 
Lys 



<210> 66 
<211> 433 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (22) . . (414) 

<400> 66 

gtcagaacgc gtgccgccac c atg aag ttg cct gtt agg ctg ttg gtg ctg 51 

Met Lys Leu Pro Val Arg Leu Leu Val Leu 
1 5 10 

atg ttc tgg ttt cct get tec age agt gat att gtg atg act cag tct 99 
Met Phe Trp Phe Pro Ala Ser Ser Ser Asp lie Val Met Thr Gin Ser 
15 20 25 

cca etc tec ctg ccc gtc acc cct gga gag ccg gec tec ate tec tgc 147 
Pro Leu Ser Leu Pro Val Thr Pro Gly Glu Pro Ala Ser lie Ser Cys 
30 35 40 

agg tct agt cag age att gta cat agt aat gga aac acc tat ttg caa 195 
Arg Ser Ser Gin Ser lie Val His Ser Asn Gly Asn Thr Tyr Leu Gin 
45 50 55 

tgg tac ctg cag aag cca ggg cag tct cca cag etc ctg ate tat aaa 243 
Trp Tyr Leu Gin Lys Pro Gly Gin Ser Pro Gin Leu Leu lie Tyr Lys 
60 ~ 65 70 

gtt tct aat egg ctt tat ggg gtc cct gac agg ttc agt ggc agt gga 291 
Val Ser Asn Arg Leu Tyr Gly Val Pro Asp Arg Phe Ser Gly Ser Gly 
75 80 85 90 

tea ggc aca gat ttt aca ctg aaa ate age aga gtg gag get gag gat 339 
Ser Gly Thr Asp Phe Thr Leu Lys He Ser Arg Val Glu Ala Glu Asp 
95 100 105 

gtt ggg gtt tat tac tgc ttt caa ggt tea cat gtt ccg tgg acg ttc 387 
Val Gly Val Tyr Tyr Cys Phe Gin Gly Ser His Val Pro Trp Thr Phe 
110 ^ 115 120 

ggc caa ggg acc aag gtg gaa ate aaa cgt gagtggatcc tetgeg 433 
Gly Gin Gly Thr Lys Val Glu He Lys 
125 130 



<210> 67 
<211> 131 
<212> PRT 

<213> Homo sapiens 
<400> 67 

Met Lys Leu Pro Val Arg Leu Leu Val Leu Met Phe Trp Phe Pro Ala 
15 10 15 

Ser Ser Ser Asp He Val Met Thr Gin Ser Pro Leu Ser Leu Pro Val 
20 25 30 

Thr Pro Gly Glu Pro Ala Ser He Ser Cys Arg Ser Ser Gin Ser He 
35 40 45 



Page 19 



017753-183. ST25 



Val His Ser Asn Gly Asn Thr Tyr 
50 55 

Gly Gin Ser Pro Gin Leu Leu lie 
65 70 

Gly Val Pro Asp Arg Phe Ser Gly 
85 

Leu Lys lie Ser Arg Val Glu Ala 
100 

Phe Gin Gly Ser His Val Pro Trp 
115 120 

Glu He Lys 
130 



Leu Gin Trp Tyr Leu Gin Lys Pro 
60 

Tyr Lys Val Ser Asn Arg Leu Tyr 
75 80 

Ser Gly Ser Gly Thr Asp Phe Thr 
90 95 

Glu Asp Val Gly Val Tyr Tyr Cys 
105 110 

Thr Phe Gly Gin Gly Thr Lys Val 
125 



<210> 68 

<211> 433 

<212> DNA 

<213> Homo sapiens 

<400> 68 

cagtcttgcg cacggcggtg gtacttcaac 
aaaggacgaa ggtcgtcact acaacactac 
ggacctctcg gccggaggta gaggacgtcc 
ttgtggataa acgttaccat ggacgtcttc 
tttcaaagat tagccgaaat accccaggga 
ctaaaatgtg acttttagtc gtctcacctc 
gttccaagtg tacaaggcac ctgcaagccg 
acctaggaga cgc 



ggacaatccg acaaccacga ctacaagacc 60 
tgagtcagag gtgagaggga cgggcagtgg 120 
agatcagtct cgtaacatgt atcattacct 180 
ggtcccgtca gaggtgtcga ggactagata 240 
ctgtccaagt caccgtcacc tagtccgtgt 300 
cgactcctac aaccccaaat aatgacgaaa 360 
gttccctggt tccaccttta gtttgcactc 420 

4 33 



<210> 69 
<211> 117 
<212> PRT 

<213> Mus musculus 
<400> 69 

Asp Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gin 
15 10 15 

Ser Leu Ser Leu Thr Cys Ser Val Thr Gly Tyr Ser He Thr Gly Gly 
20 ~ 25 30 

Tyr Leu Trp Asn Trp He Arg Gin Phe Pro Gly Asn Lys Leu Glu Trp 
35 40 4 5 

Met Gly Tyr He Ser Tyr Asp Gly Thr Asn Asn Tyr Lys Pro Ser Leu 
50 " 55 60 

Lys Asp Arg lie Ser He Thr Arg Asp Thr Ser Lys Asn Gin Phe Phe 
65 ~ 70 75 80 

Leu Lys Leu Asn Ser Val Thr Asn Glu Asp Thr Ala Thr Tyr Tyr Cys 
85 90 95 
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Ala Arg Tyr Gly Arg Val Phe Phe Asp Tyr Trp Gly Gin Gly Thr Thr 
100 105 110 

Leu Thr Val Ser Ser 
115 



<210> 70 
<211> 118 
<212> PRT 

<213> Mus musculus 
<400> 70 

Asp Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gin 
15 10 15 

Ser Leu Ser Leu Thr Cys Ser Val Thr Gly Tyr Ser He Thr Ser Gly 
20 25 30 

Tyr Tyr Trp Asn Trp He Arg Gin Phe Pro Gly Asn Lys Leu Glu Trp 
35 ' 40 ~ 4 5 

Met Gly Tyr He Asn Tyr Asp Gly Asn Asn Asn Tyr Asn Pro Ser Leu 
50 ^ 55 60 

Lys Asn Arg He Ser He Thr Arg Asp Thr Ser Lys Asn Gin Phe Phe 
65 70 " 75 80 

Leu Lys Leu Asn Ser Val Thr Thr Glu Asp Thr Ala Thr Tyr Tyr Cys 
85 90 95 

Ala Arg Glu Gly Tyr Gly Tyr Phe Phe Asp Tyr Trp Gly Gin Gly Thr 
100 1 ^ 105 110 

Thr Leu Thr Val Ser Ser 
115 



<210> 71 
<211> 118 
<212> PRT 

<213> Mus musculus 



<400> 71 

Glu Val Gin Leu Gin Glu Ser Gly Pro Ser Leu Val Lys Pro Ser Gin 
15 10 15 

Thr Leu Ser Leu Thr Cys Ser Val Thr Gly Asp Ser He Thr Ser Gly 
20 ^ 25 30 



Tyr Trp Asn Asn Trp He Arg Gin Phe Pro Gly Asn Lys Leu Glu Trp 

35 ~ 40 45 

Met Gly Tyr He Ser Tyr Ser Gly Ser Thr Tyr Tyr Asn Pro Ser Leu 

50 55 60 

Lys Ser Arg He Ser He Thr Arg Asp Thr Ser Lys Asn Gin Tyr Phe 

65 ~ 70 75 80 
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Leu Gin Leu Asn Ser Val Thr Thr Glu Asp Thr Ala Thr Tyr Tyr Cys 
85 90 95 

Ala Arg Gly Gly Tyr Gly Tyr Gly Phe Asp Tyr Trp Gly Gin Gly Thr 
100 105 110 

Thr Val Thr Val Ser Ser 
115 



<210> 72 
<211> 117 
<212> PRT 

<213> Homo sapiens 
<400> 72 

Gin Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gin 
15 10 15 

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Gly Ser Val Ser Ser Tyr 
20 25 30 

Trp Ser Trp Asn Trp lie Arg Gin Pro Pro Gly Lys Gly Leu Glu Trp 
35 40 45 

lie Gly Arg lie Tyr Tyr Ser Gly Ser Thr Xaa Tyr Asn Pro Ser Leu 
50 ~ 55 60 

Lys Ser Arg Val Thr lie Ser Val Asp Thr Ser Lys Asn Gin Phe Ser 
65 " 70 75 80 

Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Glu Leu Pro Gly Gly Tyr Asp Val Trp Gly Gin Gly Thr Leu 
100 105 110 

Val Thr Val Ser Ser 
115 



<210> 73 
<211> 123 
<212> PRT 

<213> Homo sapiens 
<400> 73 

Gin Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 
15 10 15 

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Tyr Ser lie Ser Ser Gly 
20 25 30 

Tyr Tyr Trp Ser Trp lie Arg Gin Pro Pro Gly Lys Gly Leu Glu Trp 
35 4 0 4 5 

He Gly Ser Met Phe His Ser Gly Ser Ser Tyr Tyr Asn Pro Ser Leu 
50 55 60 
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Lys Ser Arg Val Thr He Ser Val Asp Thr Ser Lys Asn Gin Phe Ser 
65 70 75 80 

Leu Gin Leu Arg Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Gly Arg Tyr Cys Ser Ser Thr Ser Cys Asn Trp Phe Asp Pro 
100 ~ 105 110 

Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
115 120 



<210> 74 
<211> 98 
<212> PRT 

<213> Homo sapiens 
<400> 74 

Gin Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 
15 10 15 

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Tyr Ser He Ser Ser Gly 

20 ' 25 30 

Tyr Tyr Trp Ser Trp He Arg Gin Pro Pro Gly Lys Gly Leu Glu Trp 

35 40 45 

He Gly Ser He Tyr His Ser Gly Ser Thr Tyr Tyr Asn Pro Ser Leu 
50 55 60 

Lys Ser Arg Val Thr He Ser Val Asp Thr Ser Lys Asn Gin Phe Ser 
65 70 75 80 

Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg 



<210> 75 
<211> 117 
<212> PRT 

<213> Homo sapiens 
<400> 75 

Gin Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 
15 10 15 

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Tyr Ser He Thr Gly Gly 
20 25 30 

Tyr Leu Trp Asn Trp lie Arg Gin Pro Pro Gly Lys Gly Leu Glu Trp 
35 * 40 45 

Met Gly Tyr He Ser Tyr Asp Gly Thr Asn Asn Tyr Lys Pro Ser Leu 
50 "* 55 60 

Lys Asp Arg He Thr He Ser Arg Asp Thr Ser Lys Asn Gin Phe Ser 
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65 70 75 80 

Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Tyr Gly Arg Val Phe Phe Asp Tyr Trp Gly Gin Gly Thr Leu 
100 105 110 

Val Thr Val Ser Ser 
115 



<210> 76 
<211> 445 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (22) . . (426) 

<400> 76 



gtcagaacgc gtgccgccac c 


atg 


aaa 


gtg 


ttg 


agt 


ctg 


ttg 


tac 


etc 


ttg 


51 














Met 


Lys 


Val 


Leu 


Ser 


Leu 


Leu 


Tyr 


Leu 


Leu 
















1 








5 










10 




aca 


gcc 


att 


cct 


ggt 


ate 


ctg 


tct 


cag 


gtg 


cag 


ctt 


cag 


gag 


teg 


ggc 


99 


Thr 


Ala 


He 


Pro 


Gly 


He 


Leu 


Ser 


Gin 


Val 


Gin 


Leu 


Gin 


Glu 


Ser 


Gly 












15 










20 










25 






cca 


gga 


ctg 


gtg 


aag 


cct 


teg 


gag 


acc 


ctg 


tec 


etc 


acc 


tgc 


act 


gtc 


147 


Pro Gly 


Leu 


Val 


Lys 


Pro 


Ser 


Glu 


Thr 


Leu 


Ser 


Leu 


Thr 


Cys 


Thr 


Val 










30 










35 










40 








tct 


ggt 


tac 


tec 


ate 


acc 


ggt 


ggt 


tat 


tta 


tgg 


aac 


tgg 


ata 


egg 


cag 


195 


Ser 


Gly 


Tyr 


Ser 


He 


Thr 


Gly 


Gly 


Tyr 


Leu 


Trp 


Asn 


Trp 


He 


Arg 


Gin 








45 










50 










55 










ccc 


cca 


ggg 


aag 


gga 


ctg 


gag 


tgg 


atg 


ggg 


tat 


ate 


age 


tac 


gac 


ggt 


243 


Pro 


Pro 


Gly 


Lys 


Gly 


Leu 


Glu 


Trp 


Met 


Gly 


Tyr 


He 


Ser 


Tyr 


Asp Gly 






60 










65 










70 












acc 


aat 


aac 


tac 


aaa 


ccc 


tec 


etc 


aag 


gat 


cga 


ate 


acc 


ata 


tea 


cgt 


291 


Thr 


Asn 


Asn 


Tyr 


Lys 


Pro 


Ser 


Leu 


Lys 


Asp 


Arg 


He 


Thr 


He 


Ser 


Arg 




75 






80 










85 










90 




gac 


acg 


tec 


aag 


aac 


cag 


ttc 


tec 


ctg 


aag 


ctg 


age 


tct 


gtg 


acc 


get 


339 


Asp 


Thr 


Ser 


Lys 


Asn 


Gin 


Phe 


Ser 


Leu 


Lys 


Leu 


Ser 


Ser 


Val 


Thr 


Ala 








95 










100 










105 






gcg 


gac 


act 


gca 


gtg 


tat 


tac 


tgt 


gcg 


aga 


tac 


ggt 


agg 


gtc 


ttc 


ttt 


387 


Ala 


Asp 


Thr 


Ala 


Val 


Tyr 


Tyr 


Cys 


Ala 


Arg 


Tyr 


Gly Arg 


Val 


Phe 


Phe 








110 










115 










120 








gac 


tac 


tgg 


ggc 


cag 


gga 


acc 


ctg 


gtc 


acc 


gtc 


tec 


tea 


ggtgagtgga 


436 


Asp 


Tyr 


Trp 


Gly 


Gin 


Gly 


Thr 


Leu 


Val 


Thr 


Val 


Ser 


Ser 











125 130 
tcctctgcg 445 
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<210> 77 
<211> 135 
<212> PRT 

<213> Homo sapiens 
<400> 77 

Met Lys Val Leu Ser Leu Leu Tyr Leu Leu Thr Ala lie Pro Gly lie 
15 10 15 

Leu Ser Gin Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Pro 
20 25 30 

Ser Glu Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Tyr Ser He Thr 
35 40 45 

Gly Gly Tyr Leu Trp Asn Trp He Arg Gin Pro Pro Gly Lys Gly Leu 
50 55 60 

Glu Trp Met Gly Tyr He Ser Tyr Asp Gly Thr Asn Asn Tyr Lys Pro 
65 70 75 80 

Ser Leu Lys Asp Arg He Thr He Ser Arg Asp Thr Ser Lys Asn Gin 
85 90 95 

Phe Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr 
100 105 110 

Tyr Cys Ala Arg Tyr Gly Arg Val Phe Phe Asp Tyr Trp Gly Gin Gly 
115 120 125 

Thr Leu Val Thr Val Ser Ser 
130 

<210> 78 
<211> 445 
<212> DNA 

<213> Homo sapiens 



<400> 78 

cagtcttgcg 

ggaccatagg 

ctctgggaca 

ttgacctatg 

ccatggttat 

ttcttggtca 

acacgctcta 

aggagtccac 



cacggcggtg 
acagagtcca 
gggagtggac 
ccgtcggggg 
tgatgtttgg 
agagggactt 
tgccatccca 
tcacctagga 



gtactttcac 
cgtcgaagtc 
gtgacagaga 
tcccttccct 
gagggagttc 
cgactcgaga 
gaagaaactg 
gacgc 



aactcagaca 
ctcagcccgg 
ccaatgaggt 
gacctcacct 
ctagcttagt 
cactggcgac 
atgaccccgg 



acatggagaa 
gtcctgacca 
agtggccacc 
accccatata 
ggtatagtgc 
gcctgtgacg 
tcccttggga 



ctgtcggtaa 60 
cttcggaagc 120 
aataaatacc 180 
gtcgatgctg 240 
actgtgcagg 300 
tcacataatg 360 
ccagtggcag 420 
445 



<210> 79 
<211> 117 
<212> PRT 

<213> Homo sapiens 



<400> 79 

Gin Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 
15 10 15 
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Thr Leu Ser Leu Thr Cys Thr Val 
20 

Tyr Leu Trp Asn Trp lie Arg Gin 
35 40 

lie Gly Tyr lie Ser Tyr Asp Gly 
50 55 

Lys Asp Arg Val Thr lie Ser Arg 
65 70 

Leu Lys Leu Ser Ser Val Thr Ala 
85 

Ala Arg Tyr Gly Arg Val Phe Phe 
100 



Ser Gly Tyr Ser lie Thr Gly Gly 
25 30 

Pro Pro Gly Lys Gly Leu Glu Trp 
45 

Thr Asn Asn Tyr Lys Pro Ser Leu 
60 

Asp Thr Ser Lys Asn Gin Phe Ser 

75 80 

Ala Asp Thr Ala Val Tyr Tyr Cys 
90 95 

Asp Tyr Trp Gly Gin Gly Thr Leu 
105 110 



Val Thr Val Ser Ser 
115 



<210> 80 

<211> 445 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (22) . . (426) 

<400> 80 

gtcagaacgc gtgccgccac c atg aaa gtg ttg agt ctg ttg tac etc ttg 51 

Met Lys Val Leu Ser Leu Leu Tyr Leu Leu 

1 5 10 

aca gec att cct ggt ate ctg tct cag gtg cag ctt cag gag teg ggc 99 
Thr Ala lie Pro Gly lie Leu Ser Gin Val Gin Leu Gin Glu Ser Gly 
15 20 25 

cca gga ctg gtg aag cct teg gag ace ctg tec etc ace tgc act gtc 147 
Pro Gly Leu Val Lys Pro Ser Glu Thr Leu Ser Leu Thr Cys Thr Val 
30 35 40 

tct ggt tac tec ate acc ggt ggt tat tta tgg aac tgg ata egg cag 195 
Ser Gly Tyr Ser lie Thr Gly Gly Tyr Leu Trp Asn Trp lie Arg Gin 
4 5 50 55 

ccc cca ggg aag gga ctg gag tgg ate ggg tat ate age tac gac ggt 243 
Pro Pro Gly Lys Gly Leu Glu Trp He Gly Tyr He Ser Tyr Asp Gly 
60 ' 65 70 

acc aat aac tac aaa ccc tec etc aag gat cga gtc acc ata tea cgt 291 
Thr Asn Asn Tyr Lys Pro Ser Leu Lys Asp Arg Val Thr He Ser Arg 
75 SO 85 90 

gac acg tec aag aac cag ttc tec ctg aag ctg age tct gtg acc get 339 
Asp Thr Ser Lys Asn Gin Phe Ser Leu Lys Leu Ser Ser Val Thr Ala 
95 100 105 
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gcg gac act gca gtg tat tac tgt gcg aga tac ggt agg gtc ttc ttt 
Ala Asp Thr Ala Val Tyr Tyr Cys Ala Arg Tyr Gly Arg Val Phe Phe 
110 " " 115 120 



387 



gac tac tgg ggc cag gga acc ctg gtc acc gtc tec tea ggtgagtgga 
Asp Tyr Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
125 130 



436 



tcctctgcg 



445 



<210> 81 
<211> 135 
<212> PRT 

<213> Homo sapiens 
<400> 81 

Met Lys Val Leu Ser Leu 
1 " 5 

Leu Ser Gin Val Gin Leu 
20 



Leu Tyr 
Gin Glu 



Leu Leu Thr 
10 

Ser Gly Pro 
25 



Ala He 
Gly Leu 



Pro Gly He 

15 

Val Lys Pro 
30 



Ser Glu Thr Leu Ser Leu Thr Cys 
35 40 



Thr Val Ser 



Gly Tyr 
45 



Ser He Thr 



Gly Gly Tyr Leu Trp Asn Trp He Arg Gin Pro Pro Gly Lys Gly Leu 
50 1 55 60 

Glu Trp He Gly Tyr He Ser Tyr Asp Gly Thr Asn Asn Tyr Lys Pro 
65 " 70 75 80 

Ser Leu Lys Asp Arg Val Thr He Ser Arg Asp Thr Ser Lys Asn Gin 
85 90 95 

Phe Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr 
100 105 110 



Tyr Cys Ala Arg Tyr Gly Arg Val 

115 " 120 

Thr Leu Val Thr Val Ser Ser 
130 



Phe Phe Asp 



Tyr Trp 
125 



Gly Gin Gly 



<210> 82 
<211> 445 
<212> DNA 

<213> Homo sapiens 



<400> 82 

cagtcttgeg 

ggaccatagg 

ctctgggaca 

ttgacctatg 

ccatggttat 

ttcttggtca 

acacgctcta 

aggagtccac 



caeggeggtg 
acagagtcca 
gggagtggac 
ccgtcggggg 
tgatgtttgg 
agagggactt 
tgccatccca 
tcacctagga 



gtactttcac 
cgtcgaagtc 
gtgacagaga 
tcccttccct 
gagggagttc 
cgactcgaga 
gaagaaactg 
gaege 



aactcagaca 
ctcagcccgg 
ccaatgaggt 
gacctcacct 
ctagctcagt 
cactggcgac 
atgaccccgg 



acatggagaa 
gtcctgacca 
agtcgccacc 
ageccatata 
ggtatagtgc 
gcctgtgacg 
tcccttggga 



ctgtcggtaa 60 
etteggaage 120 
aataaatacc 180 
gtcgatgctg 240 
actgtgcagg 300 
tcacataatg 360 
ccagtggcag 420 
445 
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<210> 83 
<211> 117 
<212> PRT 

<213> Homo sapiens 
<400> 83 

Gin Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Glu 
15 10 15 

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Tyr Ser He Ser Gly Gly 
20 25 30 

Tyr Leu Trp Asn Trp He Arg Gin Pro Pro Gly Lys Gly Leu Glu Trp 
35 40 45 

He Gly Tyr He Ser Tyr Asp Gly Thr Asn Asn Tyr Lys Pro Ser Leu 
50 55 60 

Lys Asp Arg Val Thr He Ser Val Asp Thr Ser Lys Asn Gin Phe Ser 
65 ~ 70 75 80 

Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Tyr Gly Arg Val Phe Phe Asp Tyr Trp Gly Gin Gly Thr Leu 
100 105 110 

Val Thr Val Ser Ser 
115 



<210> 84 
<211> 445 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (22) . . (426) 

<400> 84 

gtcagaacgc gtgccgccac c atg aaa gtg ttg agt ctg ttg tac .etc ttg 51 

Met Lys Val Leu Ser Leu Leu Tyr Leu Leu 
15 10 

aca gec att cct ggt ate ctg tct cag gtg cag ctt cag gag teg ggc 99 
Thr Ala He Pro Gly He Leu Ser Gin Val Gin Leu Gin Glu Ser Gly 
15 20 25 

cca gga ctg gtg aag cct teg gag ace ctg tec etc ace tgc act gtc 147 
Pro Gly Leu Val Lys Pro Ser Glu Thr Leu Ser Leu Thr Cys Thr Val 
30 - 35 40 

tct ggt tac tec ate age ggt ggt tat tta tgg aac tgg ata egg cag 195 
Ser Gly Tyr Ser He Ser Gly Gly Tyr Leu Trp Asn Trp He Arg Gin 45 
50 55 
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ccc cca ggg aag gga ctg gag tgg ate ggg tat ate age tac gac ggt 243 
Pro Pro Gly Lys Gly Leu Glu Trp lie Gly Tyr lie Ser Tyr Asp Gly 
60 - 65 7Q 

ace aat aac tac aaa ccc tec etc aag gat cga gtc acc ata tea gtg 291 
Thr Asn Asn Tyr Lys Pro Ser Leu Lys Asp Arg Val Thr lie Ser Val 
75 80 85 90 

gac acg tec aag aac cag ttc tec ctg aag ctg age tct gtg acc get 339 
Asp Thr Ser Lys Asn Gin Phe Ser Leu Lys Leu Ser Ser Val Thr Ala 
95 100 105 

gcg gac act gca gtg tat tac tgt gcg aga tac ggt agg gtc ttc ttt 387 
Ala Asp Thr Ala Val Tyr Tyr Cys Ala Arg Tyr Gly Arg Val Phe Phe 
110 115 120 

gac tac tgg ggc cag gga acc ctg gtc acc gtc tec tea ggtgagtgga 436 
Asp Tyr Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ser 
125 130 

tcctctgcg 445 



<210> 85 
<211> 135 
<212> PRT 

<213> Homo sapiens 
<400> 85 

Met Lys Val Leu Ser Leu Leu Tyr Leu Leu Thr Ala lie Pro Gly lie 
1 5 10 15 

Leu Ser Gin Val Gin Leu Gin Glu Ser Gly Pro Gly Leu Val Lys Pro 
20 25 30 

Ser Glu Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Tyr Ser lie Ser 
35 40 45 

Gly Gly Tyr Leu Trp Asn Trp lie Arg Gin Pro Pro Gly Lys Gly Leu 
50 55 60 

Glu Trp lie Gly Tyr lie Ser Tyr Asp Gly Thr Asn Asn Tyr Lys Pro 
65 70 75 80 

Ser Leu Lys Asp Arg Val Thr lie Ser Val Asp Thr Ser Lys Asn Gin 
85 90 95 

Phe Ser Leu Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr 

100 105 110 

Tyr Cys Ala Arg Tyr Gly Arg Val Phe Phe Asp Tyr Trp Gly Gin Gly 
115 120 125 

Thr Leu Val Thr Val Ser Ser 
130 



<210> 86 
<211> 445 
<212> DNA 
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<213> Homo sapiens 



<400> 86 

cagtcttgcg 

ggaccatagg 

ctctgggaca 

ttgacctatg 

ccatggttat 

ttcttggtca 

acacgctcta 

aggagtccac 



cacggcggtg 
acagagtcca 
gggagtggac 
ccgtcggggg 
tgatgtttgg 
agagggactt 
tgccatccca 
tcacctagga 



gtactttcac 
cgtcgaagtc 
gtgacagaga 
tcccttccct 
gagggagttc 
cgactcgaga 
gaagaaactg 
gacgc 



aactcagaca 
ctcagcccgg 
ccaatgaggt 
gacctcacct 
ctagctcagt 
cactggcgac 
atgaccccgg 



acatggagaa 
gtcctgacca 
agtcgccacc 
agcccatata 
ggtatagtca 
gcctgtgacg 
tcccttggga 



ctgtcggtaa 60 
cttcggaagc 120 
aataaatacc 180 
gtcgatgctg 240 
cctgtgcagg 300 
tcacataatg 360 
ccagtggcag 420 
445 



<210> 87 
<211> 18 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description de la Artificial sequence: 
Oligonucleotide 

<400> 87 

gtcagaacgc gtgccgcc 18 



<210> 88 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 88 

accatgaagt tgcctgttag gctgttggtg ct 32 



<210> 89 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 89 

gatgttctgg tttcctgctt ccagcagtga tg 32 



<210> 90 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
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Oligonucleotide 
<400> 90 

ttgtgatgac tcagtctcca ctctccctgc cc 32 

<210> 91 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 91 

gtcacccctg gagagccggc ctccatctcc tg 32 



<210> 92 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 92 

caggtctagt cagaccatta tacatagtaa tg 32 



<210> 93 
<211> 30 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 93 

gaaacaccta tttggaatgg tacctgcaga 30 



<210> 94 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 94 

ggcaacttca tggtggcggc acgcgttctg ac 32 

<210> 95 
<211> 32 
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<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 95 

gaaaccagaa catcagcacc aacagcctaa ca 32 

<210> 96 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 96 

ctgagtcatc acaacatcac tgctggaagc ag 32 



<210> 97 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 97 

tctccagggg tgacgggcag ggagagtgga ga 32 

<210> 98 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 98 

tctgactaga cctgcaggag atggaggccg gc 32 

<210> 99 
<211> 31 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 
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<400> 99 

aaataggtgt ttccattact atgtacaatg c 31 

<210> 100 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 100 

cagggcagtc tccacagctc ctgatctata aa 32 



<210> 101 
<211> 32 
<212> DNA 

<213> Artificial sequence 

<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 101 

gtttctaatc ggctttatgg ggtccctgac ag 32 



<210> 102 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 102 

gttcagtggc agtggatcag gcacagattt ta 32 



<210> 103 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 103 

cactgaaaat cagcagagtg gaggctgagg at 32 



<210> 104 
<211> 32 
<212> DNA 
<213> Artificial 



sequence 
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<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 104 

gttggggttt attactgctt tcaaggttca ca 



<210> 105 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 105 

tgttccgtgg acgttcggcc aagggaccaa gg 



<210> 106 
<211> 30 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 106 

tggaaatcaa acgtgagtgg atcctctgcg 



<210> 107 
<211> 17 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 107 

tctgcaggta ccattgc 



<210> 108 
<211> 21 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 108 

tgcaatggta cctgcagaag c 
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<210> 109 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 

Oligonucleotide 
<400> 109 

agactgccct ggcttctgca ggtaccattg ca 32 



<210> 110 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 110 

cgattagaaa ctttatagat caggagctgt gg 32 



<210> 111 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 111 

tgccactgaa cctgtcaggg accccataaa gc 32 



<210> 112 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 112 

gattttcagt gtaaaatctg tgcctgatcc ac 32 



<210> 113 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 
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<223> Description of artificial sequence: 
Oligonucleotide 

<400> 113 

taaaccccaa catcctcagc ctccactctg ct 32 

<210> 114 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 114 

tccacggaac atgtgaacct tgaaagcagt aa 32 

<210> 115 
<211> 31 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 115 

tttgatttcc accttggtcc cttggccgaa c 31 



<210> 116 
<211> 19 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 116 

cgcagaggat ccactcacg 19 

<210> 117 
<211> 18 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 117 

gtcagaacgc gtgccgcc 18 
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<210> 118 
<211> 34 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 118 

accatgaaag tgttgagtct gttgtacctc ttga 34 



<210> 119 
<211> 34 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 119 

cagccattcc tggtatcctg tctcaggtgc agct 34 



<210> 120 
<211> 34 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 120 

tcaggagtcg ggcccaggac tggtgaagcc ttcg 34 



<210> 121 
<211> 33 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 121 

gagaccctgt ccctcacctg cactgtctct ggt 33 



<210> 122 
<211> 33 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
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Oligonucleotide 
<400> 122 

tactccatca ccggtggtta tttatggaac tgg 

<210> 123 
<211> 33 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 123 

atacggcagc ccccagggaa gggactggag tgg 

<210> 124 
<211> 33 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 124 

atggggtata tcagctacga cggtaccaat aac 

<210> 125 
<211> 34 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 125 

tcaacacttt catggtggcg gcacgcgttc tgac 

<210> 126 
<211> 34 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 126 

ataccaggaa tggctgtcaa gaggtacaac agac 
<210> 127 
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<211> 34 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 127 

tgggcccgac tcctgaagct gcacctgaga cagg 34 

<210> 128 
<211> 34 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 128 

tgagggacag ggtctccgaa ggcttcacca gtcc 34 

<210> 129 
<211> 34 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 129 

ccaccggtga tggagtaacc agagacagtg cagg 34 

<210> 130 
<211> 34 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 130 

ccctgggggc tgccgtatcc agttccataa ataa 34 



<210> 131 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 
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<400> 131 

tagctgatat accccatcca ctccagtccc tt 

<210> 132 
<211> 16 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 132 
gttattggta ccgtcg 



<210> 133 

<211> 21 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 133 

tacgacggta ccaataacta c 

<210> 134 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 134 

aaaccctccc tcaaggatcg aatcaccata tc 

<210> 135 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 135 

acgtgacacg tccaagaacc agttctccct ga 

<210> 136 
<211> 32 
<212> DNA 



Page 4 0 



017753-183. 



<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 136 

agctgagctc tgtgaccgct gcggacactg ca 

<210> 137 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 137 

gtgtattact gtgcgagata cggtagggtc tt 



<210> 138 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 138 

ctttgactac tggggccagg gaaccctggt ca 

<210> 139 
<211> 30 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 139 

ccgtctcctc aggtgagtgg atcctctgcg 

<210> 140 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 140 

agggagggtt tgtagttatt ggtaccgtcg ta 
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<210> 141 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 141 

acgtgtcacg tgatatggtg attcgatcct tg 32 

<210> 142 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 142 

agagctcagc ttcagggaga actggttctt gg 32 

<210> 143 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 143 

cagtaataca ctgcagtgtc cgcagcggtc ac 32 

<210> 144 
<211> 32 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 144 

agtagtcaaa gaagacccta ccgtatctcg ca 32 

<210> 145 
<211> 33 
<212> DNA 

<213> Artificial sequence 
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<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 145 

ctgaggagac ggtgaccagg gttccctggc ccc 

<210> 146 
<211> 18 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> Description of artificial sequence: 
Oligonucleotide 

<400> 146 

cgcagaggat ccactcac 



<210> 147 
<211> 31 
<212> DNA 

<213> Homo sapiens 
<400> 147 

ctggttactc catcagcggt ggttatttat g 

<210> 148 
<211> 31 
<212> DNA 

<213> Homo sapiens 
<400> 148 

cataaataac caccgctgat ggagtaacca g 

<210> 149 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 149 

gggactggag tggatcgggt atatcagcta c 

<210> 150 
<211> 31 
<212> DNA 

<213> Homo sapiens 
<400> 150 

gtagctgata tacccgatcc actccagtcc c 

<210> 151 
<211> 31 
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<212> DNA 

<213> Homo sapiens 
<400> 151 

tccctcaagg atcgagtcac catatcacgt g 



31 



<210> 152 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 152 

cacgtgatat ggtgactcga tccttgaggg a 



31 



<210> 153 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 153 

gatcgagtca ccatatcagt ggacacgtcc aagaaccag 



39 



<210> 154 
<211> 39 
<212> DNA 

<213> Homo sapiens 
<400> 154 

ctggttcttg gacgtgtcca ctgatatggt gactcgatc 



39 



<210> 155 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 155 

gcttccagca gtgatattgt gatgactcag t 



31 



<210> 156 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 156 

actgagtcat cacaatatca ctgctggaag c 



31 
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